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SEQUENCE LISTING 




^7 

\ O -V-V 



<110> Sjoeholm, Carsten 

Oes:erqaard, Peter Rahbek 
Kluenter, Anne -Marie 

<120> Use of Acid-Stable Subtilism Proteases in Animal Feed 

<13 0> I-JOVT 100 

< 140> (.'9/77 9 , 334 
<14 1> ::001 - 02 -08 

< 1 6 0 > 7 

c t_ n f) P a t e n 1 1 n version 3 1 

< 2 1 0 > 1 

< 2 1 1 > 2 7 
<212> PRT 

<213> Acremonium chrysogenum ATCC 4 82 72 

<4 00> 1 

A La Leu Val Thr Gin Asn Gly Ala Pro Trp Gly Leu Gly Thr lie Ser 
1 5 10 15 



H:.s Arg Gin Pro Gly Ser Thr Ser Tyr He Tyr 

20 25 



< 2 1 0 > 2 

< 2 1 1 > : 7 

<212> F RT 

~ ^ B a c i 1 : i : s a I. o a 1 o j ) ! 1 1 .1 ; i s X C T y : 



'1 .1 o 



'■■1 



Asn Gin Val Thr Pro Tro Glv He Thr Ara Val Gin Ala Pro Thr Ala 
1 5 10 15 
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<211> 17 
<212> PRT 

<113> Paecilomyces lilacmus CBS 102449 
< 4 0 0 > 3 

Ala Tyr Thr Gin 31n Pro Gly Ala Pro Trp Gly Leu Gly Arg He Ser 
15 10 15 



His 



< 2 1 0 > 4 

< 1 V> 2 2 
<212> PRT 

<213> Fusarium oxysporum IFO 44 71 

< 4 0 0 > 4 

Ala Leu Thr Thr Gin Ser Gly Ala Thr Trp Gly Leu Gly Thr Val Ser 
15 10 15 



His Arg Ser Arg Gly Ser 

2 0 



< 2 1 n > 5 

< 2 1 1 > 3 9 7 
<2 12> PRT 



<211> Bacillus sp. NCIMB 40484 



<■ ... ll 



S : GNAL 

; i i . . ( 2 7 



PEPTIE'E 
( 1 1 8 ^ . . (397^ 
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< 2 2 2 > ( 2 8 ) . . ( ) 

< 2 2 3 > 



<4 00> 5 

Met. Lys Phe Lys Lys He Ala Ala Leu Ser Leu Ala Thr Ser Leu Ala 
- 2 5 - 2 0 - 1 5 



Leu Phe Pro Ala Phe Gly Gly Ser Ser Leu Ala Lys Glu Ala Pro Lys 
-10 -5 -11 5 



Pro Phe Gin Pro He Asn Ly 



Thr Leu Asp Lys Gly Ala Phe Glu Ser 

-If— y~. 



Gly Glu Val He Val Lys Phe Lys Asp Gly Val Ser Lys Lys Ala Gin 

2 5 3 0 3 5 



Gly Ser Ala Leu Asn Lys Ala Glu Ala Asn Glu Gin Lys Ala Ser Ala 
4 0 4 5 5 0 



Lys Asp Pro Phe Gin Val Leu Glu Val Ala Asp Val Asp Gin Ala Val 
55 60 65 



Lys Ala Leu Glu Asn Asn Pro Asn Val Glu Tyr Ala Glu Pro Asn Tyr 
7 0 75 80 85 



Thr Phe Gin Ala Thr Trc Ser" Pre Asn Asn Pre Tv 



er Ala 



* * > 



> ■ " . > . , • > > •■ > ■ » • » > 



\ .a. t \ ._l i 



105 



110 



^ L P' i\ S p 

115 



Arq Gly Ser Ser Thr Gin Thr Va : Ala Val Ten Asp Ser Gly Val Asp 

- . /. :; 1 * C 
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lie Asp Arg Asp 

150 



Val Ala Gly Thr 



Gly Met Ala Pro 

185 



Asn Gly Ser Gly 

A A 

z. u u 



Ala Asp Gin Gly 
215 



Asn Ser Thr Thr 
230 



Ala Val Val Val 



Gin Pro Ala Ser 

2 65 



Asn Asp Arg Lys 



295 



Ser T y r M e t" Ser 



Asn Asn Prj Met 

155 



Val Ala Ala Asp 
170 



Asp Thr Lys lie 



Ser Leu Asp Ser 

■—i r\ r~ 



Ala Lys Val Leu 
22 0 



Leu Lys Ser Ala 
235 



Ala Ala Ala Gly 
250 



Tyr Pro Asn Ala 



Ala Ser Pne Ser 

c ::■ 



3 0 0 



Asp Leu Asn Sly 

16 0 



Thr Asn Asn Gly 
175 



Leu Ala Val Arg 
190 



lie Ala Ser Gly 



Asn Leu Ser Leu 

22 5 



Val Asp Tyr Ala 
240 



Asn Asp Asn Val 
255 



lie Ala Val Gly 
270 



Asn Tyr Gly Thr 



301 



A 1 a S e r P r o H i s 



His Gly Thr His 

165 



lie Gly Val Ala 
18 0 



Val Leu Asp Ala 
195 



lie Arg Tyr Ala 

Z _L U 



Gly Gys Glu Cys 



Trp Asn Lys Gly 

245 



Ser Arg Thr Phe 
260 



Ala lie Asp Ser 
275 



Trp Val Asp Val 

^ y y 



i T . ' > ■ " 



Va] A; a Gly Leu 

.2 2 5 
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Ala He Glu Gin Thr Ala Asp Lys He Ser Gly Thr Gly Thr Asn Phe 

345 350 355 



Lys Tyr Gly Lys He Asn Ser Asn Lys Ala Val Arg Tyr 
3 6 0 3 6 5 3 7 0 



<210> 
<211> 
< 1 1 2 > 
<213> 



6 

367 
PRT 

Paeci lomyces lilacmus CBS 143.75 



^ ^ - ( n 

< 2 2 1 > 
<222> 

< 2 2 3 > 



PEPTIDE 
(70? . . (367) 



<220> 

< ^ J _L > 

<r n ^ 

< 2 2 3 > 



PEPTIDE 
(84) . . (367) 



<400> 6 

Ala Arg Ala Pro Leu Leu Thr Pro Arg Gly Ala Ser Ser Ser Ser Thr 
15 10 15 



Ala Ser Thr Leu Ser Ser Ser Arg Thr Ala Cys Pro Ser Pro Leu Ser 



20 



z 



■ rr 



-1_ i J. -L.. 



Thr Phe Ser Glu Ala Ser Arg Asn Leu Asn Ala Asn Asp Leu Lys Thr 

50 55 60 
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Thr lie Asn Ala Tyr Thr Gin Gin Pro Gly Ala Pro Trp Gly Leu Gly 

3 5 9 0 9 5 



Arg lie Ser His Arg Ser Lys Hy Ser Thr Thr Tyr Glu Tyr Asp Thr 

10 0 10 5 11 0 



Ser Gly Gly Ser Gly Thr Gys Ala Tyr Va^ He Asp Thr Gly Val Glu 
115 12 0 12 5 



Ala Ser His Pro Glu Phe Glu Gly Arg Ala Ser Gin He Lys Ser Phe 
13 0 13 5 14 0 



He Ser Gly Gin Asn Thr Asp Gly Asn Gly His Gly Thr His Cys Ala 
145 150 155 160 



Gly Thr He Gly Ser Lys Thr Tyr Gly Val Ala Lys Lys Thr Lys He 

165 170 175 



Tyr Gly Val Lys Val Leu Asp Asn Ser Gly Ser Gly Ser Tyr Ser Gly 

18 0 18 5 19 0 



He He Ser Gly Met Asp Phe Ala Val Gin Asp Ser Lys Ser Arg Ser 
195 2 00 2 05 



Gys Pro Lys Gly Val Val Ala Asn Met Ser Leu Gly Gly Gly Lys Ala 



210 



n : • \ \ ...i . Asn nriL y * * - < . . • A^..i /.v . ^ ^ e Mr-f A^a o^y w-i^. .:'ne 

i , -L ... *L -1; _ ^ *"I ^ 



Leu Ala Val Ala Ala Gly Asn Asp Asn Ala Asn Ala Ala Asn Tyr Ser 

245 2 5 0 255 
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Asp Ala Arg Ser 
275 



Ala Pro Gly Ser 
2 90 



Thr He Ser Gly 

3 05 



Ala Tyr Leu Ala 



Lys Arg He Gin 

340 



Ser Gly Thr Val 
355 



< 2 1 0 > 7 

<211> 269 

<212> PRT 

<213> Bacillus 

<400> 7 

Asn Gin Val Thr 

1 



"V " T 



Thr Gly He Ser 
35 



Ser Phe Ser Asn 

28 0 



Asn He Leu Ser 
295 



Thr Ser Met Ala 
310 



Gly Leu Glu Gly 
32 5 



Thr Leu Ser Thr 



Asn Tyr Leu Ala 

3 60 



sp. THS-10 01 



Pre- Trp Gly He 

5 



Thr His Pro Asp 

4 0 



Tvr G:v Asn Leu 



Thr Trp He Gly 

3 00 



Thr Pro His He 
315 



Phe Pro Gly Ala 
33 0 



Lys Asn Val Leu 
345 



Phe Asn Gly Asn 



Thr Arg Val Gin 

10 



Leu Asn He Ara 



Val Asp He Phe 
285 



Gly Thr Thr Asn 



Val Gly Leu Gly 

320 



Gin Ala Leu Gys 
335 



Thr Gly He Pro 
350 



Pro Ser Gly 
365 



Ala Pro Thr Ala 
15 



Leu Asr: 



Gly Gly Val Ser 
45 
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His Val Ala Gly 
6 5 



Glv Val Ala Pro 



Asn Gly Ser Gly 

1 0 0 



Ala Gin Asn Asn 
115 



Gly Ser Gin Thr 
130 



Val Leu Val Val 
14 5 



Tyr Pro Ala Arg 



Asn Asn Asn Arg 

18 0 



Val Ala Pro Gly 
195 



Ala Ala Leu Val 



Thr lie Ala Ala 
70 



Asn Ala Glu Leu 
85 



Ser Val Ser Ser 



He His Val Ala 

12 0 



Leu Glu Leu Ala 
135 



Ala Ala Thr Gly 
150 



Tyr Ala Asn Ala 

lb 5 



Ala Ser Phe Ser 



Val Gly He Gin 

2 00 



Thr Ser + 



Lys Gin Lys Asn 
230 



Leu Asn Asn Ser 
75 



Tyr Ala Val Lys 

90 



He Ala Gin Gly 
10 5 



Asn Leu Ser Leu 



Val Asn Gin Ala 

140 



Asn Asn Gly Ser 
.155 



Leu Ala Val Gly 
170 



Gin Tyr Gly Thr 
185 



Ser Thr Tyr Pro 



y 1- y r >~- Wi 



Pro Ser Trp Ser 
235 



He Gly Val Val 

8 0 



Val Leu Gly Ala 
95 



Leu Gin Trp Thr 
110 



Gly Ser Pro Val 
125 



Thr Asn Ala Gly 



Gly Thr Val Ser 

160 



Ala Thr Asp Gin 
175 



Gly Leu Asn lie 
190 



Gly Asn Arg Tyr 
2 05 



"> T .. . 1 "A 1 .. 1 . IT.." 1 



Asn Thr Gin lie 

240 
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Phe Gly Ser Gly Leu Val Asn Ala Glu Ala Ala Thr Arg 

260 265 



